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This book introduces the reader to modern computational and statistical tools for
translational epigenomics research. Over the last decade, epigenomics has
emerged as a key area of molecular biology, epidemiology and genome
medicine. Epigenomics not only offers us a deeper understanding of fundamental
cellular biology, but also provides us with the basis for an improved
understanding and management of complex diseases. From novel biomarkers for
risk prediction, early detection, diagnosis and prognosis of common diseases, to
novel therapeutic strategies, epigenomics is set to play a key role in the
personalized medicine of the future. In this book we introduce the reader to some
of the most important computational and statistical methods for analyzing
epigenomic data, with a special focus on DNA methylation. Topics include
normalization, correction for cellular heterogeneity, batch effects, clustering,
supervised analysis and integrative methods for systems epigenomics. This book
will be of interest to students and researchers in bioinformatics, biostatistics,
biologists and clinicians alike.

Dr. Andrew E. Teschendorff is Head of the Computational Systems Genomics
Lab at the CAS-MPG Partner Institute for Computational Biology, Shanghai,
China, as well as an Honorary Research Fellow at the UCL Cancer Institute,
University College London, UK.
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This book introduces the reader to modern computational and statistical tools for translational epigenomics
research. Over the last decade, epigenomics has emerged as a key area of molecular biology, epidemiology
and genome medicine. Epigenomics not only offers us a deeper understanding of fundamental cellular
biology, but also provides us with the basis for an improved understanding and management of complex
diseases. From novel biomarkers for risk prediction, early detection, diagnosis and prognosis of common
diseases, to novel therapeutic strategies, epigenomics is set to play a key role in the personalized medicine of
the future. In this book we introduce the reader to some of the most important computational and statistical
methods for analyzing epigenomic data, with a special focus on DNA methylation. Topics include
normalization, correction for cellular heterogeneity, batch effects, clustering, supervised analysis and
integrative methods for systems epigenomics. This book will be of interest to students and researchers in
bioinformatics, biostatistics, biologists and clinicians alike.

Dr. Andrew E. Teschendorff is Head of the Computational Systems Genomics Lab at the CAS-MPG Partner
Institute for Computational Biology, Shanghai, China, as well as an Honorary Research Fellow at the UCL
Cancer Institute, University College London, UK.
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Editorial Review

Review

“This volume in the Translational Bioinformatics series introduces modern computational and statistical
tools for translational epigenomic research with a special focus on DNA methylation. … This is a valuable
resource for students, clinicians, and researchers who wish to understand the basics of modern computational
and statistical tools for translational epigenomics research. The analytical, storage-related, and interpretive
methods discussed in this book hold great promise in helping improve prediction, early diagnosis, severity
monitoring, therapeutic effect, and prognosis of human diseases.” (Pooja Sethi, Doody’s Book Reviews,
July, 2015)

From the Back Cover

This book introduces the reader to modern computational and statistical tools for translational epigenomics
research. Over the last decade, epigenomics has emerged as a key area of molecular biology, epidemiology
and genome medicine. Epigenomics not only offers us a deeper understanding of fundamental cellular
biology, but also provides us with the basis for an improved understanding and management of complex
diseases. From novel biomarkers for risk prediction, early detection, diagnosis and prognosis of common
diseases, to novel therapeutic strategies, epigenomics is set to play a key role in the personalized medicine of
the future. In this book we introduce the reader to some of the most important computational and statistical
methods for analyzing epigenomic data, with a special focus on DNA methylation. Topics include
normalization, correction for cellular heterogeneity, batch effects, clustering, supervised analysis and
integrative methods for systems epigenomics. This book will be of interest to students and researchers in
bioinformatics, biostatistics, biologists and clinicians alike.

Dr. Andrew E. Teschendorff is Head of the Computational Systems Genomics Lab at the CAS-MPG Partner
Institute for Computational Biology, Shanghai, China, as well as an Honorary Research Fellow at the UCL
Cancer Institute, University College London, UK.

Users Review

From reader reviews:

Thomas Britton:

The book Computational and Statistical Epigenomics (Translational Bioinformatics) make you feel enjoy for
your spare time. You can utilize to make your capable considerably more increase. Book can for being your
best friend when you getting stress or having big problem with the subject. If you can make examining a
book Computational and Statistical Epigenomics (Translational Bioinformatics) to become your habit, you
can get a lot more advantages, like add your own personal capable, increase your knowledge about some or
all subjects. You may know everything if you like available and read a e-book Computational and Statistical
Epigenomics (Translational Bioinformatics). Kinds of book are several. It means that, science publication or
encyclopedia or other individuals. So , how do you think about this publication?



Louise Hawkins:

What do you concerning book? It is not important with you? Or just adding material if you want something
to explain what your own problem? How about your extra time? Or are you busy particular person? If you
don't have spare time to complete others business, it is make you feel bored faster. And you have spare time?
What did you do? Every individual has many questions above. They must answer that question mainly
because just their can do which. It said that about publication. Book is familiar on every person. Yes, it is
correct. Because start from on pre-school until university need this specific Computational and Statistical
Epigenomics (Translational Bioinformatics) to read.

Roger Lindsey:

Information is provisions for people to get better life, information currently can get by anyone at everywhere.
The information can be a know-how or any news even a problem. What people must be consider if those
information which is in the former life are difficult to be find than now could be taking seriously which one
works to believe or which one the resource are convinced. If you find the unstable resource then you buy it
as your main information we will see huge disadvantage for you. All those possibilities will not happen
throughout you if you take Computational and Statistical Epigenomics (Translational Bioinformatics) as
your daily resource information.

Robert Araiza:

A lot of reserve has printed but it differs from the others. You can get it by web on social media. You can
choose the very best book for you, science, witty, novel, or whatever by searching from it. It is named of
book Computational and Statistical Epigenomics (Translational Bioinformatics). You can contribute your
knowledge by it. Without making the printed book, it could add your knowledge and make you actually
happier to read. It is most crucial that, you must aware about publication. It can bring you from one
destination to other place.
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